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Y◊Ã[˝◊]Tˆ C ^UÁ^U =w¯„Ã[˝Ã[˝ LXÓ ◊[˝„`b ]…_Ó ÂVCÃ^Á c˜„[˝* 
%£à˘ [˝ÁXÁX, %Y◊Ã[˝¨K˜~TˆÁ A[˝e %Y◊Ã[˝õıÁÃ[˝ c˜ÿôˆÁl˘„Ã[˝Ã[˝ Âl˘‰y X∂ëˆÃ[˝ 

ÂEı‰ªRÙO ÂXCÃ^Á c˜„[˝* =YÁ„‹ôˆ Y“‰`¬Ã[˝ ]…_Ó]ÁX a…◊ªJÙTˆ %Á‰ªK˜* 
Scientific calculator [˝Ó[˝c˜ÁÃ[˝ EıÃ[˝Á Eı‰PˆÁÃ[˝\ˆÁ„[˝ ◊X◊bà˘ * 

Special credit will be given for precise and 
correct answer. Marks will be deducted for spelling 
mistakes, untidiness and illegible handwriting. The 

figures in the margin indicate full marks. Use of 
Scientific calculator is strictly prohibited. 

◊[˝\ˆÁG — Eı 

 Â^-ÂEıÁ„XÁ V«◊ªRÙO Y“‰`¬Ã[˝ =w¯Ã[˝ ◊VX  f 10 × 2 = 20 

1. ÊY“Á◊ªRÙO„XÃ[˝ ◊[˝◊\ˆ~ [˝μ˘X›m◊_Ã[˝ XÁ] ◊_F«X * ÊY“Á◊ªRÙO„XÃ[˝ 

Y“ÁU◊]Eı GPˆ„XÃ[˝ [˝SÔXÁ ◊VX * ÊY“Á◊ªRÙO„XÃ[˝ ae‰`¿„b EıTˆm◊_ 

%ÓÁ]Ác˜O„XÁ %ÓÁ◊aQˆ %e`G–c˜S Eı„Ã[˝ ? 3 + 6 + 1 

2. =VÁc˜Ã[˝Sac˜ YÁUÔEıÓ ◊XÃ[˝÷YS EıÃ[˝”X : 2 2
1  × 4 

 a) ac˜=d„aªJÙEı C Y“„ÿöˆ◊ªRÙOEı G–”Y ; 

 b) %ÓÁ◊_ZıÓÁ◊ªRÙOEı C %ÓÁ„Ã[˝Á]ÓÁ◊ªRÙOEı %ÓÁ]Ác˜O„XÁ %ÓÁ◊aQˆ ; 

 c) ◊X=◊zıCªRÙOÁc˜OQˆ C ◊X=◊zıCaÁc˜OQˆ ; 

 d) G¿Ác˜O„EıÁ◊_◊YQˆ C Zıa„YÁ◊_◊YQˆ * 

3. RNA Y“◊y‘Ã^ÁEıÃ[˝„SÃ[˝ ◊[˝◊\ˆ~ W˝ÁYm◊_ ◊_F«X * %Á◊V 

◊X=◊zıÃ^Áa ^«N˛ (prokaryotic) C %ÁV`Ô ◊X=◊zıÃ^Áa ^«N˛ 

(eukaryotic) ÂEıÁ„b %X«„_FX Yà˘◊TˆÃ[˝ YÁUÔEıÓm◊_ 

◊_F«X * 5 + 5 

4. ae„l˘„Y DNA-Ã[˝ Ã[˝ÁaÁÃ^◊XEı GPˆX [˝SÔXÁ EıÃ[˝”X * DNA 

A[˝e RNA-Ã[˝ ]„W˝Ó GPˆXGTˆ YÁUÔEıÓm◊_ Eı› Eı› ?  6 + 4 

◊[˝\ˆÁG − F 

 Â^-ÂEıÁX ◊TˆX◊ªRÙO Y“‰`¬Ã[˝ =w¯Ã[˝ ◊VX f 6 × 3 = 18 

5. ÊªRÙOÆœÙÁaÁc˜O◊zıX %ÓÁ◊≥RÙO[˝Á„Ã^Á◊ªRÙO„EıÃ[˝ EıÁ^ÔYà˘◊TˆÃ[˝ ◊ªJÙyac˜ [˝ÓÁFÓÁ 

◊VX * ◊ªJÙ◊EıdaÁÃ[˝ EıÁ„L Y“U] [˝Ó[˝c˜÷Tˆ %ÓÁ◊≥RÙO[˝Á„Ã^Á◊ªRÙOEı◊ªRÙOÃ[˝ 

XÁ] ◊_F«X * 5 + 1 

6. l«˘V–Tˆ] %ÓÁ_„QˆÁL- C ◊Eı‰ªRÙOÁ-`EÔıÃ[˝ÁÃ[˝ XÁ] =‰{F EıÃ[˝”X * 

EıÁ[˝ÔX aeFÓÁÃ[˝ =YÃ[˝ ◊\ˆ◊w¯ Eı„Ã[˝ ]„XÁaÓÁEıÁÃ[˝Ác˜OQˆ„Eı EıÃ^ 

\ˆÁ„G \ˆÁG EıÃ[˝Á ^ÁÃ^ ? Y“◊Tˆ◊ªRÙOÃ[˝ =VÁc˜Ã[˝S ◊VX C ae„EıTˆ 

◊_F«X * 2 + 4 
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7. ◊[˝◊\ˆ~ Y“EıÁÃ[˝ RNA-Ã[˝ XÁ]m◊_ ◊_F«X * t-RNA-Ã[˝ 

GPˆXÍ`_› %Á„_ÁªJÙXÁ EıÃ[˝”X * 2 + 4 

8. [˝ÁZıÁÃ[˝ EıÁ„Eı [˝„_ ? =VÁc˜Ã[˝Sac˜ AEı◊ªRÙO [˝ÁZıÁÃ[˝ V–[˝„SÃ[˝ 

◊y‘Ã^Á„EıÏ`_ [˝ÓÁFÓÁ EıÃ[˝”X * 1 + 5 

9. Y“ÁÃ[˝◊ïˆEı ÂEıÁQˆX (initiation codon) ÂEıÁXÀ◊ªRÙO ? ^◊Tˆp˚ÁYEı 

ÂEıÁQˆXm◊_ (termination codons) Eı› Eı› ? ` Ö_^◊TˆÃ[˝ 

Â`„b Ã[˝Ác˜O„[˝Á„LÁ„]Ã[˝ Y◊Ã[˝S◊Tˆ Eı› c˜Ã^ ?  1 + 3 + 2 

10. ]Ác˜O„Eı◊_a-Â]‰≥RÙO„XÃ[˝ a]›EıÃ[˝S◊ªRÙO ◊_F«X * Ac˜O a]›EıÃ[˝S 

%X«^ÁÃ^› [ S ] = mK  c˜„_ oV  = EıTˆ c˜„[˝ ? =d„aªJÙ„EıÃ[˝ 

EıÁ^ÔEıÁ◊Ã[˝TˆÁÃ^ TˆÁY]ÁyÁÃ[˝ mÃ[˝”±ºˆ a+„EÔı %Á„_ÁªJÙXÁ EıÃ[˝”X * 

  1 + 2 + 3 
 

◊[˝\ˆÁG - G 

 Â^-ÂEıÁX ªJÙÁÃ[˝◊ªRÙO Y“‰`¬Ã[˝ =w¯Ã[˝ ◊VX f 3 × 4 = 12 

11. Y◊Ã[˝[˝◊Tˆ¤Tˆ (modified) %ÓÁ]Ác˜O„XÁ %ÓÁ◊aQˆ EıÁ„Eı [˝„_ ? V«◊ªRÙO 

=VÁc˜Ã[˝S ◊VX *  1 + 2 

12. _Ác˜O„YÁ‰Y“Á◊ªRÙOX Eı› ? Aª◊ªRÙO ÂEıÁUÁÃ^ ÂEıÁUÁÃ^ YÁCÃ^Á ^ÁÃ^ ? 

  2 + 1 

13. DNA ÂÃ[˝◊Y¿„Eı`„X %e`G–c˜SEıÁÃ[˝› Â^-ÂEıÁ„XÁ ◊TˆX◊ªRÙO 

AXLÁc˜O]-AÃ[˝ XÁ] ◊_F«X * 3 

14. ◊Eı‰ªRÙOÁ„L◊XEı %ÓÁ◊]„XÁ %ÓÁ◊aQˆ [˝_„Tˆ Eı› Â[˝ÁMıÁÃ^ ? V«◊ªRÙO 

=VÁc˜Ã[˝S ◊VX * 1 + 2 

15. ÂEıÁ-AXLÁc˜O] C ÂEıÁ-ZıÓÁkÙÃ[˝-AÃ[˝ ]„W˝Ó YÁUÔEıÓ ◊XÃ[˝÷YS 

EıÃ[˝”X * 3 

16. AXLÁc˜O„]Ã[˝ EıÁ^ÔEıÁ◊Ã[˝TˆÁÃ[˝ =YÃ[˝ pH-AÃ[˝ Y“\ˆÁ[˝ a+„EÔı 

ae◊l˘ä ªRÙO›EıÁ ◊_F«X * 3 

17. %a]a√º¯ ◊X=◊zıÃ^ÁÃ[˝ RNA-Ã[˝ CYÃ[˝ ae◊l˘ä ªRÙO›EıÁ ◊_F«X * 

  3 

18. XX-‰Y“Á◊ªRÙOX %ÓÁ]Ác˜O„XÁ %ÓÁ◊aQˆ-AÃ[˝ V«◊ªRÙO =VÁc˜Ã[˝S ◊VX * 

AEı◊ªRÙO aÁ_ZıÁÃ[˝^«N˛ %ÓÁ]Ác˜O„XÁ %ÓÁ◊a„QˆÃ[˝ XÁ] [˝_«X * 

  2 + 1 
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Group – A 

 Answer any two questions : 10 × 2 = 20 

1. Write down the names of different bonds in 

protein. Describe primary structure of proteins. 

How many amino acids participate in protein 

synthesis ? 3 + 6 + 1 

2. Differentiate the following with suitable example : 

  2 2
1  × 4 

 a) Coenzyme and Prosthetic group ; 

 b) Aliphatic and aromatic amino acid ; 

 c) Nucleotide and Nucleoside ; 

 d) Glycolipid and Phospholipid. 

3. Write down different steps in RNA processing. 

Distinguish between transcription in Prokaryotic 

and Eukaryotic cell. 5 + 5 

4. Briefly describe the chemical structure of DNA. 

What are the differences in structural 

composition between DNA and RNA ? 6 + 4 

Group – B 

 Answer any three questions : 6 × 3 = 18 

5. Explain the mode of action of antibiotic 

Tetracyclin with suitable diagram. Name the first 

antibiotic used as medicine. 5 + 1 

6. Name the smallest Aldose-sugar and Keto-sugar. 

Classify monosaccharides on the basis of 

number of carbon atom. Give example and 

formula of each type. 2 + 4 

7. Write the names of different types of RNA. 

Discuss the structure of t-RNA. 2 + 4 

8. What is buffer ? Explain the functional 

techniques of a buffer solution with suitable 

example. 1 + 5 

9. Which one is the Initiation codon ? What are 

Termination codons ? What is the fate of 

Ribosome after termination. 1 + 3 + 2 

10. Write down Michaelis-Menten equation. What is 
the value of oV  if [ S ] = mK  according to this 

equation ? Discuss the effect of temperature on 

enzyme action. 1 + 2 + 3 
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Group – C 

 Answer any four questions : 3 × 4 = 12 

11. What is modified amino acid ? Give two 

examples. 1 + 2 

12. What is lipoprotein ? Where is it found ? 2 + 1 

13. Name any three enzymes that take parts in DNA 

replication. 3 

14. What do you understand by Ketogenic amino 

acid ? Give two examples. 1 + 2 

15. Distinguish between Co-enzyme and Co-factor. 3 

16. Write a short note on the role of pH on enzyme 

action. 3 

17. Write a short note on heterogeneous nuclear 

RNA. 3 

18. Give examples of two non-protein amino acids. 

Name a sulphur containing amino acid. 2 + 1 

    


